Nucleotide and amino acid sequences for 11 ORFs designed, constructed, produced and isolated throughout BIOMOD 2011 Team Slovenia's project. 

Green coloured are linker amino acid sequences connecting chimeras' subdomains.
[1] MBP-ZFP chimeras 
>MBP-6F6 (1716 bp)

atggaagaaggtaaactggtaatctggattaacggcgataaaggctataacggtctcgctgaagtcggtaagaaattcgagaaagataccggaattaaagtcaccgttgagcatccggataaactggaagagaaattcccacaggttgcggcaactggcgatggccctgacattatcttctgggcacacgaccgctttggtggctacgctcaatctggcctgttggctgaaatcaccccggacaaagcgttccaggacaagctgtatccgtttacctgggatgccgtacgttacaacggcaagctgattgcttacccgatcgctgttgaagcgttatcgctgatttataacaaagatctgctgccgaacccgccaaaaacctgggaagagatcccggcgctggataaagaactgaaagcgaaaggtaagagcgcgctgatgttcaacctgcaagaaccgtacttcacctggccgctgattgctgctgacgggggttatgcgttcaagtatgaaaacggcaagtacgacattaaagacgtgggcgtggataacgctggcgcgaaagcgggtctgaccttcctggttgacctgattaaaaacaaacacatgaatgcagacaccgattactccatcgcagaagctgcctttaataaaggcgaaacagcgatgaccatcaacggcccgtgggcatggtccaacatcgacaccagcaaagtgaattatggtgtaacggtactgccgaccttcaagggtcaaccatccaaaccgttcgttggcgtgctgagcgcaggtattaacgccgccagtccgaacaaagagctggcaaaagagttcctcgaaaactatctgctgactgatgaaggtctggaagcggttaataaagacaaaccgctgggtgccgtagcgctgaagtcttacgaggaagagttggcgaaagatccacgtattgccgccaccatggaaaacgcccagaaaggtgaaatcatgccgaacatcccgcagatgtccgctttctggtatgccgtgcgtactgcggtgatcaacgccgccagcggtcgtcagactgtcgatgaagccctgaaagacgcgcagactaattcgatcacaagtttgtacaaaaaagctgaacgagaaacgactagtggcagcggctatgcatgtcctgtggaaagttgtgatcggcgcttcagcacccgcaccaaccttacgcgccatatccgcatccacacaggccaaaaaccattccaatgccgcatttgcatgcgcaatttcagccaagatgctcaccttagtactcacatccgcacacatacaggcgaaaaaccattcgcctgtgatatctgtgggcgcaaatttgctcagtctgccaatcgcaaaacgcacactaagattcaccttcgccagaaggatggcgaacgcccatatgcatgcccggtggagtcctgcgatcggcgcttctctcgcagcgacgagcttactcgccacatccgcattcataccgggcagaagccattccagtgtcgcatctgcatgcgcaatttcagtcgctcagaccacctgtcaacccatatccgcacccacacaggcgagaagcctttcgcttgtgacatctgcgggcggaagttcgcgactaactccaatcgcatcaagcacactaaaatccaccttcgccagaaggatgctctcgagcaccaccaccaccaccaccaccactaa

>MBP-6F6 (571 AA)

MEEGKLVIWINGDKGYNGLAEVGKKFEKDTGIKVTVEHPDKLEEKFPQVAATGDGPDIIFWAHDRFGGYAQSGLLAEITPDKAFQDKLYPFTWDAVRYNGKLIAYPIAVEALSLIYNKDLLPNPPKTWEEIPALDKELKAKGKSALMFNLQEPYFTWPLIAADGGYAFKYENGKYDIKDVGVDNAGAKAGLTFLVDLIKNKHMNADTDYSIAEAAFNKGETAMTINGPWAWSNIDTSKVNYGVTVLPTFKGQPSKPFVGVLSAGINAASPNKELAKEFLENYLLTDEGLEAVNKDKPLGAVALKSYEEELAKDPRIAATMENAQKGEIMPNIPQMSAFWYAVRTAVINAASGRQTVDEALKDAQTNSITSLYKKAERETTSGSGYACPVESCDRRFSTRTNLTRHIRIHTGQKPFQCRICMRNFSQDAHLSTHIRTHTGEKPFACDICGRKFAQSANRKTHTKIHLRQKDGERPYACPVESCDRRFSRSDELTRHIRIHTGQKPFQCRICMRNFSRSDHLSTHIRTHTGEKPFACDICGRKFATNSNRIKHTKIHLRQKDALEHHHHHHHH
>MBP-2C7 (1725 bp)

atggaagaaggtaaactggtaatctggattaacggcgataaaggctataacggtctcgctgaagtcggtaagaaattcgagaaagataccggaattaaagtcaccgttgagcatccggataaactggaagagaaattcccacaggttgcggcaactggcgatggccctgacattatcttctgggcacacgaccgctttggtggctacgctcaatctggcctgttggctgaaatcaccccggacaaagcgttccaggacaagctgtatccgtttacctgggatgccgtacgttacaacggcaagctgattgcttacccgatcgctgttgaagcgttatcgctgatttataacaaagatctgctgccgaacccgccaaaaacctgggaagagatcccggcgctggataaagaactgaaagcgaaaggtaagagcgcgctgatgttcaacctgcaagaaccgtacttcacctggccgctgattgctgctgacgggggttatgcgttcaagtatgaaaacggcaagtacgacattaaagacgtgggcgtggataacgctggcgcgaaagcgggtctgaccttcctggttgacctgattaaaaacaaacacatgaatgcagacaccgattactccatcgcagaagctgcctttaataaaggcgaaacagcgatgaccatcaacggcccgtgggcatggtccaacatcgacaccagcaaagtgaattatggtgtaacggtactgccgaccttcaagggtcaaccatccaaaccgttcgttggcgtgctgagcgcaggtattaacgccgccagtccgaacaaagagctggcaaaagagttcctcgaaaactatctgctgactgatgaaggtctggaagcggttaataaagacaaaccgctgggtgccgtagcgctgaagtcttacgaggaagagttggcgaaagatccacgtattgccgccaccatggaaaacgcccagaaaggtgaaatcatgccgaacatcccgcagatgtccgctttctggtatgccgtgcgtactgcggtgatcaacgccgccagcggtcgtcagactgtcgatgaagccctgaaagacgcgcagactaattcgatcacaagtttgtacaaaaaagctgaacgagaaacgactagtggcagcggcctggagcttccatacgcttgtccagtcgaatcctgcgaccgccggttctcacggtctgatgagctcactcgccacatccgcattcacaccggccagaaaccattccagtgccgcatttgcatgcgcaacttcagccggagtgatcacctgacaacccatattcgcacacacacaggcgaaaagccgtttgcctgcgatatttgcgggcgcaaattcgctcggagtgacgaacgcaagcgccacaccaaaatccacacaggcgaaaagccttacgcctgtccagtggagtcttgtgatcggcgcttctcacggagcgatgagctcacgcgccatatccgcattcataccggccagaagccgtttcaatgccgcatttgtatgcgcaacttcagccgctcagaccatctcactacccatattcgcacgcatacaggggagaaaccgttcgcttgcgacatctgtggccgcaaattcgcacgctctgatgaacgcaagcggcataccaaaattcacctgcgccagaaggactcccgcaccagtctcgagcaccaccaccaccaccaccaccactaa
>MBP-2C7 (574 AA)

MEEGKLVIWINGDKGYNGLAEVGKKFEKDTGIKVTVEHPDKLEEKFPQVAATGDGPDIIFWAHDRFGGYAQSGLLAEITPDKAFQDKLYPFTWDAVRYNGKLIAYPIAVEALSLIYNKDLLPNPPKTWEEIPALDKELKAKGKSALMFNLQEPYFTWPLIAADGGYAFKYENGKYDIKDVGVDNAGAKAGLTFLVDLIKNKHMNADTDYSIAEAAFNKGETAMTINGPWAWSNIDTSKVNYGVTVLPTFKGQPSKPFVGVLSAGINAASPNKELAKEFLENYLLTDEGLEAVNKDKPLGAVALKSYEEELAKDPRIAATMENAQKGEIMPNIPQMSAFWYAVRTAVINAASGRQTVDEALKDAQTNSITSLYKKAERETTSGSGLELPYACPVESCDRRFSRSDELTRHIRIHTGQKPFQCRICMRNFSRSDHLTTHIRTHTGEKPFACDICGRKFARSDERKRHTKIHTGEKPYACPVESCDRRFSRSDELTRHIRIHTGQKPFQCRICMRNFSRSDHLTTHIRTHTGEKPFACDICGRKFARSDERKRHTKIHLRQKDSRTSLEHHHHHHHH

[2] GST-ZFP chimeras
>GST-Zif268 (975 bp)

atgtcccctatactaggttattggaaaattaagggccttgtgcaacccactcgacttcttttggaatatcttgaagaaaaatatgaagagcatttgtatgagcgcgatgaaggtgataaatggcgaaacaaaaagtttgaattgggtttggagtttcccaatcttccttattatattgatggtgatgttaaattaacacagtctatggccatcatacgttatatagctgacaagcacaacatgttgggtggttgtccaaaagagcgtgcagagatttcaatgcttgaaggagcggttttggatattagatacggtgtttcgagaattgcatatagtaaagactttgaaactctcaaagttgattttcttagcaagctacctgaaatgctgaaaatgttcgaagatcgtttatgtcataaaacatatttaaatggtgatcatgtaacccatcctgacttcatgttgtatgacgctcttgatgttgttttatacatggacccaatgtgcctggatgcgttcccaaaattagtttgttttaaaaaacgtattgaagctatcccacaaattgataagtacttgaaatccagcaagtatatagcatggcctttgcagggctggcaagccacgtttggtggtggcgaccatcctccaaaatcggatggttcaactagtggcagcggcccgggtgaaaaaccgtatgcatgtccggttgaaagctgtgatcgtcgttttagccgtagtgatgaactgacccgtcatattcgtattcatacaggtcagaaaccgtttcagtgtcgtatttgcatgcgtaattttagccgttcagatcatctgaccacccatattcgtacccatactggcgaaaaaccgtttgcctgtgatatttgtggtcgtaaatttgcacgttccgatgaacgtaaacgccataccaaaattcatacgctcgagcaccaccaccaccaccaccaccactaa

>GST-Zif268 (324 AA)

MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDGSTSGSGPGEKPYACPVESCDRRFSRSDELTRHIRIHTGQKPFQCRICMRNFSRSDHLTTHIRTHTGEKPFACDICGRKFARSDERKRHTKIHTLEHHHHHHHH
>GST-sZif268 (925 bp)

atgtcccctatactaggttattggaaaattaagggccttgtgcaacccactcgacttcttttggaatatcttgaagaaaaatatgaagagcatttgtatgagcgcgatgaaggtgataaatggcgaaacaaaaagtttgaattgggtttggagtttcccaatcttccttattatattgatggtgatgttaaattaacacagtctatggccatcatacgttatatagctgacaagcacaacatgttgggtggttgtccaaaagagcgtgcagagatttcaatgcttgaaggagcggttttggatattagatacggtgtttcgagaattgcatatagtaaagactttgaaactctcaaagttgattttcttagcaagctacctgaaatgctgaaaatgttcgaagatcgtttatgtcataaaacatatttaaatggtgatcatgtaacccatcctgacttcatgttgtatgacgctcttgatgttgttttatacatggacccaatgtgcctggatgcgttcccaaaattagtttgttttaaaaaacgtattgaagctatcccacaaattgataagtacttgaaatccagcaagtatatagcatggcctttgcagggctggcaagccacgtttggtggtggcgaccatcctccaaaatcggatggttcaactagtggcagcggcgaacgtcgttatgcatgtcgccgttgtgatcgtcgttttagccgtagtgatgaactgacccgtcatattcgtattcatacaggtcagaaaccgtttcagtgtcgtaaatgtcgtcgtaattttagccgttcagatcatctgaccacccatattcgcacccataccggtgaaaaaccttttgcctgtcgtcgttgcggtcgtaaatttgcacgcagtgatgaacgtaaacgccataccaaaattcatcgtcgtcagaaagatctcgagcaccaccaccaccaccaccaccactaa

>GST-sZif268 (324 AA)
MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDGSTSGSGERRYACRRCDRRFSRSDELTRHIRIHTGQKPFQCRKCRRNFSRSDHLTTHIRTHTGEKPFACRRCGRKFARSDERKRHTKIHRRQKDLEHHHHHHHH

>GST-2C7 (1254 bp)

atgtcccctatactaggttattggaaaattaagggccttgtgcaacccactcgacttcttttggaatatcttgaagaaaaatatgaagagcatttgtatgagcgcgatgaaggtgataaatggcgaaacaaaaagtttgaattgggtttggagtttcccaatcttccttattatattgatggtgatgttaaattaacacagtctatggccatcatacgttatatagctgacaagcacaacatgttgggtggttgtccaaaagagcgtgcagagatttcaatgcttgaaggagcggttttggatattagatacggtgtttcgagaattgcatatagtaaagactttgaaactctcaaagttgattttcttagcaagctacctgaaatgctgaaaatgttcgaagatcgtttatgtcataaaacatatttaaatggtgatcatgtaacccatcctgacttcatgttgtatgacgctcttgatgttgttttatacatggacccaatgtgcctggatgcgttcccaaaattagtttgttttaaaaaacgtattgaagctatcccacaaattgataagtacttgaaatccagcaagtatatagcatggcctttgcagggctggcaagccacgtttggtggtggcgaccatcctccaaaatcggatggttcaactagtggcagcggcctggagcttccatacgcttgtccagtcgaatcctgcgaccgccggttctcacggtctgatgagctcactcgccacatccgcattcacaccggccagaaaccattccagtgccgcatttgcatgcgcaacttcagccggagtgatcacctgacaacccatattcgcacacacacaggcgaaaagccgtttgcctgcgatatttgcgggcgcaaattcgctcggagtgacgaacgcaagcgccacaccaaaatccacacaggcgaaaagccttacgcctgtccagtggagtcttgtgatcggcgcttctcacggagcgatgagctcacgcgccatatccgcattcataccggccagaagccgtttcaatgccgcatttgtatgcgcaacttcagccgctcagaccatctcactacccatattcgcacgcatacaggggagaaaccgttcgcttgcgacatctgtggccgcaaattcgcacgctctgatgaacgcaagcggcataccaaaattcacctgcgccagaaggactcccgcaccagtctcgagcaccaccaccaccaccaccaccactaa
>GST-2C7 (417 AA)
MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDGSTSGSGLELPYACPVESCDRRFSRSDELTRHIRIHTGQKPFQCRICMRNFSRSDHLTTHIRTHTGEKPFACDICGRKFARSDERKRHTKIHTGEKPYACPVESCDRRFSRSDELTRHIRIHTGQKPFQCRICMRNFSRSDHLTTHIRTHTGEKPFACDICGRKFARSDERKRHTKIHLRQKDSRTSLEHHHHHHHH
>GST-6F6 (1245 bp)

atgtcccctatactaggttattggaaaattaagggccttgtgcaacccactcgacttcttttggaatatcttgaagaaaaatatgaagagcatttgtatgagcgcgatgaaggtgataaatggcgaaacaaaaagtttgaattgggtttggagtttcccaatcttccttattatattgatggtgatgttaaattaacacagtctatggccatcatacgttatatagctgacaagcacaacatgttgggtggttgtccaaaagagcgtgcagagatttcaatgcttgaaggagcggttttggatattagatacggtgtttcgagaattgcatatagtaaagactttgaaactctcaaagttgattttcttagcaagctacctgaaatgctgaaaatgttcgaagatcgtttatgtcataaaacatatttaaatggtgatcatgtaacccatcctgacttcatgttgtatgacgctcttgatgttgttttatacatggacccaatgtgcctggatgcgttcccaaaattagtttgttttaaaaaacgtattgaagctatcccacaaattgataagtacttgaaatccagcaagtatatagcatggcctttgcagggctggcaagccacgtttggtggtggcgaccatcctccaaaatcggatggttcaactagtggcagcggctatgcatgtcctgtggaaagttgtgatcggcgcttcagcacccgcaccaaccttacgcgccatatccgcatccacacaggccaaaaaccattccaatgccgcatttgcatgcgcaatttcagccaagatgctcaccttagtactcacatccgcacacatacaggcgaaaaaccattcgcctgtgatatctgtgggcgcaaatttgctcagtctgccaatcgcaaaacgcacactaagattcaccttcgccagaaggatggcgaacgcccatatgcatgcccggtggagtcctgcgatcggcgcttctctcgcagcgacgagcttactcgccacatccgcattcataccgggcagaagccattccagtgtcgcatctgcatgcgcaatttcagtcgctcagaccacctgtcaacccatatccgcacccacacaggcgagaagcctttcgcttgtgacatctgcgggcggaagttcgcgactaactccaatcgcatcaagcacactaaaatccaccttcgccagaaggatgctctcgagcaccaccaccaccaccaccaccactaa

>GST-6F6 (414 AA)

MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDGSTSGSGYACPVESCDRRFSTRTNLTRHIRIHTGQKPFQCRICMRNFSQDAHLSTHIRTHTGEKPFACDICGRKFAQSANRKTHTKIHLRQKDGERPYACPVESCDRRFSRSDELTRHIRIHTGQKPFQCRICMRNFSRSDHLSTHIRTHTGEKPFACDICGRKFATNSNRIKHTKIHLRQKDALEHHHHHHHH

>GST-AZPA4 (1218 bp)

atgtcccctatactaggttattggaaaattaagggccttgtgcaacccactcgacttcttttggaatatcttgaagaaaaatatgaagagcatttgtatgagcgcgatgaaggtgataaatggcgaaacaaaaagtttgaattgggtttggagtttcccaatcttccttattatattgatggtgatgttaaattaacacagtctatggccatcatacgttatatagctgacaagcacaacatgttgggtggttgtccaaaagagcgtgcagagatttcaatgcttgaaggagcggttttggatattagatacggtgtttcgagaattgcatatagtaaagactttgaaactctcaaagttgattttcttagcaagctacctgaaatgctgaaaatgttcgaagatcgtttatgtcataaaacatatttaaatggtgatcatgtaacccatcctgacttcatgttgtatgacgctcttgatgttgttttatacatggacccaatgtgcctggatgcgttcccaaaattagtttgttttaaaaaacgtattgaagctatcccacaaattgataagtacttgaaatccagcaagtatatagcatggcctttgcagggctggcaagccacgtttggtggtggcgaccatcctccaaaatcggatggttcaactagtggcagcggcccatacaagtgcccagaatgcggcaaatctttttcaacaagtagtgatctccagcgccaccagcggactcatactggggagaaaccatacaagtgtccagaatgtgggaagagcttttctacctcagaccacctccaacgccaccagcgcacccatacaggcgagaagccgtataagtgccctgagtgcggcaagtccttctcccgctctgacagcctccagactcaccagcgcactcacacgggcgaaaaaccgtacaaatgtcctgagtgtggtaaatcctttagtacgtccagtgaccttcagcgccaccaacgcacccatactggtgaaaagccgtacaagtgcccagaatgcgggaaatccttttccacgtccgatcatcttcagcgccaccagcgcacccacacaggggagaagccatacaaatgtccagagtgtggtaagtcttttagccggtccgattcactccaaactcaccagcggactcacacaggggaaaagctcgagcaccaccaccaccaccaccaccactaa
>GST-AZPA4 (405 AA)

MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDGSTSGSGPYKCPECGKSFSTSSDLQRHQRTHTGEKPYKCPECGKSFSTSDHLQRHQRTHTGEKPYKCPECGKSFSRSDSLQTHQRTHTGEKPYKCPECGKSFSTSSDLQRHQRTHTGEKPYKCPECGKSFSTSDHLQRHQRTHTGEKPYKCPECGKSFSRSDSLQTHQRTHTGEKLEHHHHHHHH
[3] BRET triple fusions
>MBP-RLuc-2C7 (2694 bp)

atggaagaaggtaaactggtaatctggattaacggcgataaaggctataacggtctcgctgaagtcggtaagaaattcgagaaagataccggaattaaagtcaccgttgagcatccggataaactggaagagaaattcccacaggttgcggcaactggcgatggccctgacattatcttctgggcacacgaccgctttggtggctacgctcaatctggcctgttggctgaaatcaccccggacaaagcgttccaggacaagctgtatccgtttacctgggatgccgtacgttacaacggcaagctgattgcttacccgatcgctgttgaagcgttatcgctgatttataacaaagatctgctgccgaacccgccaaaaacctgggaagagatcccggcgctggataaagaactgaaagcgaaaggtaagagcgcgctgatgttcaacctgcaagaaccgtacttcacctggccgctgattgctgctgacgggggttatgcgttcaagtatgaaaacggcaagtacgacattaaagacgtgggcgtggataacgctggcgcgaaagcgggtctgaccttcctggttgacctgattaaaaacaaacacatgaatgcagacaccgattactccatcgcagaagctgcctttaataaaggcgaaacagcgatgaccatcaacggcccgtgggcatggtccaacatcgacaccagcaaagtgaattatggtgtaacggtactgccgaccttcaagggtcaaccatccaaaccgttcgttggcgtgctgagcgcaggtattaacgccgccagtccgaacaaagagctggcaaaagagttcctcgaaaactatctgctgactgatgaaggtctggaagcggttaataaagacaaaccgctgggtgccgtagcgctgaagtcttacgaggaagagttggcgaaagatccacgtattgccgccaccatggaaaacgcccagaaaggtgaaatcatgccgaacatcccgcagatgtccgctttctggtatgccgtgcgtactgcggtgatcaacgccgccagcggtcgtcagactgtcgatgaagccctgaaagacgcgcagactaattcgatcacaagtttgtacaaaaaagctgaacgagaaacgggttctggttctggatccgcttccaaggtgtacgaccccgagcaacgcaaacgcatgatcactgggcctcagtggtgggctcgctgcaagcaaatgaacgtgctggactccttcatcaactactatgattccgagaagcacgccgagaacgccgtgatttttctgcatggtaacgctgcctccagctacctgtggaggcacgtcgtgcctcacatcgagcccgtggctagatgcatcatccctgatctgatcggaatgggtaagtccggcaagagcgggaatggctcatatcgcctcctggatcactacaagtacctcaccgcttggttcgagctgctgaaccttccaaagaaaatcatctttgtgggccacgactggggggcttgtctggcctttcactactcctacgagcaccaagacaagatcaaggccatcgtccatgctgagagtgtcgtggacgtgatcgagtcctgggacgagtggcctgacatcgaggaggatatcgccctgatcaagagcgaagagggcgagaaaatggtgcttgagaataacttcttcgtcgagaccatgctcccaagcaagatcatgcggaaactggagcctgaggagttcgctgcctacctggagccattcaaggagaagggcgaggttagacggcctaccctctcctggcctcgcgagatccctctcgttaagggaggcaagcccgacgtcgtccagattgtccgcaactacaacgcctaccttcgggccagcgacgatctgcctaagatgttcatcgagtccgaccctgggttcttttccaacgctattgtcgagggagctaagaagttccctaacaccgagttcgtgaaggtgaagggcctccacttcagccaggaggacgctccagatgaaatgggtaagtacatcaagagcttcgtggagcgcgtgctgaagaacgagcagactagtggcgggtcaggcgggggctcaggcgggtcactggagcttccatacgcttgtccagtcgaatcctgcgaccgccggttctcacggtctgatgagctcactcgccacatccgcattcacaccggccagaaaccattccagtgccgcatttgcatgcgcaacttcagccggagtgatcacctgacaacccatattcgcacacacacaggcgaaaagccgtttgcctgcgatatttgcgggcgcaaattcgctcggagtgacgaacgcaagcgccacaccaaaatccacacaggcgaaaagccttacgcctgtccagtggagtcttgtgatcggcgcttctcacggagcgatgagctcacgcgccatatccgcattcataccggccagaagccgtttcaatgccgcatttgtatgcgcaacttcagccgctcagaccatctcactacccatattcgcacgcatacaggggagaaaccgttcgcttgcgacatctgtggccgcaaattcgcacgctctgatgaacgcaagcggcataccaaaattcacctgcgccagaaggactcccgcaccagtctcgagcaccaccaccaccaccaccaccactaa
>MBP-RLuc-2C7 (897 AA)

MEEGKLVIWINGDKGYNGLAEVGKKFEKDTGIKVTVEHPDKLEEKFPQVAATGDGPDIIFWAHDRFGGYAQSGLLAEITPDKAFQDKLYPFTWDAVRYNGKLIAYPIAVEALSLIYNKDLLPNPPKTWEEIPALDKELKAKGKSALMFNLQEPYFTWPLIAADGGYAFKYENGKYDIKDVGVDNAGAKAGLTFLVDLIKNKHMNADTDYSIAEAAFNKGETAMTINGPWAWSNIDTSKVNYGVTVLPTFKGQPSKPFVGVLSAGINAASPNKELAKEFLENYLLTDEGLEAVNKDKPLGAVALKSYEEELAKDPRIAATMENAQKGEIMPNIPQMSAFWYAVRTAVINAASGRQTVDEALKDAQTNSITSLYKKAERETGSGSGSASKVYDPEQRKRMITGPQWWARCKQMNVLDSFINYYDSEKHAENAVIFLHGNAASSYLWRHVVPHIEPVARCIIPDLIGMGKSGKSGNGSYRLLDHYKYLTAWFELLNLPKKIIFVGHDWGACLAFHYSYEHQDKIKAIVHAESVVDVIESWDEWPDIEEDIALIKSEEGEKMVLENNFFVETMLPSKIMRKLEPEEFAAYLEPFKEKGEVRRPTLSWPREIPLVKGGKPDVVQIVRNYNAYLRASDDLPKMFIESDPGFFSNAIVEGAKKFPNTEFVKVKGLHFSQEDAPDEMGKYIKSFVERVLKNEQTSGGSGGGSGGSLELPYACPVESCDRRFSRSDELTRHIRIHTGQKPFQCRICMRNFSRSDHLTTHIRTHTGEKPFACDICGRKFARSDERKRHTKIHTGEKPYACPVESCDRRFSRSDELTRHIRIHTGQKPFQCRICMRNFSRSDHLTTHIRTHTGEKPFACDICGRKFARSDERKRHTKIHLRQKDSRTSLEHHHHHHHH

>MBP-mCitrine-AZPA4 (2442 bp)

atggaagaaggtaaactggtaatctggattaacggcgataaaggctataacggtctcgctgaagtcggtaagaaattcgagaaagataccggaattaaagtcaccgttgagcatccggataaactggaagagaaattcccacaggttgcggcaactggcgatggccctgacattatcttctgggcacacgaccgctttggtggctacgctcaatctggcctgttggctgaaatcaccccggacaaagcgttccaggacaagctgtatccgtttacctgggatgccgtacgttacaacggcaagctgattgcttacccgatcgctgttgaagcgttatcgctgatttataacaaagatctgctgccgaacccgccaaaaacctgggaagagatcccggcgctggataaagaactgaaagcgaaaggtaagagcgcgctgatgttcaacctgcaagaaccgtacttcacctggccgctgattgctgctgacgggggttatgcgttcaagtatgaaaacggcaagtacgacattaaagacgtgggcgtggataacgctggcgcgaaagcgggtctgaccttcctggttgacctgattaaaaacaaacacatgaatgcagacaccgattactccatcgcagaagctgcctttaataaaggcgaaacagcgatgaccatcaacggcccgtgggcatggtccaacatcgacaccagcaaagtgaattatggtgtaacggtactgccgaccttcaagggtcaaccatccaaaccgttcgttggcgtgctgagcgcaggtattaacgccgccagtccgaacaaagagctggcaaaagagttcctcgaaaactatctgctgactgatgaaggtctggaagcggttaataaagacaaaccgctgggtgccgtagcgctgaagtcttacgaggaagagttggcgaaagatccacgtattgccgccaccatggaaaacgcccagaaaggtgaaatcatgccgaacatcccgcagatgtccgctttctggtatgccgtgcgtactgcggtgatcaacgccgccagcggtcgtcagactgtcgatgaagccctgaaagacgcgcagactaattcgatcacaagtttgtacaaaaaagctgaacgagaaacgggttctggttctggatccgtgagcaagggcgaggagctgttcaccggggtggtgcccatcctggtcgagctggacggcgacgtaaacggccacaagttcagcgtgtccggcgagggcgagggcgatgccacctacggcaagctgaccctgaagttcatctgcaccaccggcaagctgcccgtgccctggcccaccctcgtgaccaccttcggctacggcctgatgtgcttcgcccgctaccccgaccacatgaagcagcacgacttcttcaagtccgccatgcccgaaggctacgtccaggagcgcaccatcttcttcaaggacgacggcaactacaagacccgcgccgaggtgaagttcgagggcgacaccctggtgaaccgcatcgagctgaagggcatcgacttcaaggaggacggcaacatcctggggcacaagctggagtacaactacaacagccacaacgtctatatcatggccgacaagcagaagaacggcatcaaggtgaacttcaagatccgccacaacatcgaggacggcagcgtgcagctcgccgaccactaccagcagaacacccccatcggcgacggccccgtgctgctgcccgacaaccactacctgagctaccagtccgccctgagcaaagaccccaacgagaagcgcgatcacatggtcctgctggagttcgtgaccgccgccgggatcactctcggcatggacgagctgtacaagactagtggcgggtcaggcgggggctcaggcgggtcaccatacaagtgcccagaatgcggcaaatctttttcaacaagtagtgatctccagcgccaccagcggactcatactggggagaaaccatacaagtgtccagaatgtgggaagagcttttctacctcagaccacctccaacgccaccagcgcacccatacaggcgagaagccgtataagtgccctgagtgcggcaagtccttctcccgctctgacagcctccagactcaccagcgcactcacacgggcgaaaaaccgtacaaatgtcctgagtgtggtaaatcctttagtacgtccagtgaccttcagcgccaccaacgcacccatactggtgaaaagccgtacaagtgcccagaatgcgggaaatccttttccacgtccgatcatcttcagcgccaccagcgcacccacacaggggagaagccatacaaatgtccagagtgtggtaagtcttttagccggtccgattcactccaaactcaccagcggactcacacaggggaaaagctcgagcaccaccaccaccaccaccaccactaa
>MBP-mCitrine-AZPA4 (813 AA)

MEEGKLVIWINGDKGYNGLAEVGKKFEKDTGIKVTVEHPDKLEEKFPQVAATGDGPDIIFWAHDRFGGYAQSGLLAEITPDKAFQDKLYPFTWDAVRYNGKLIAYPIAVEALSLIYNKDLLPNPPKTWEEIPALDKELKAKGKSALMFNLQEPYFTWPLIAADGGYAFKYENGKYDIKDVGVDNAGAKAGLTFLVDLIKNKHMNADTDYSIAEAAFNKGETAMTINGPWAWSNIDTSKVNYGVTVLPTFKGQPSKPFVGVLSAGINAASPNKELAKEFLENYLLTDEGLEAVNKDKPLGAVALKSYEEELAKDPRIAATMENAQKGEIMPNIPQMSAFWYAVRTAVINAASGRQTVDEALKDAQTNSITSLYKKAERETGSGSGSVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKLTLKFICTTGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMPEGYVQERTIFFKDDGNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVYIMADKQKNGIKVNFKIRHNIEDGSVQLADHYQQNTPIGDGPVLLPDNHYLSYQSALSKDPNEKRDHMVLLEFVTAAGITLGMDELYKTSGGSGGGSGGSPYKCPECGKSFSTSSDLQRHQRTHTGEKPYKCPECGKSFSTSDHLQRHQRTHTGEKPYKCPECGKSFSRSDSLQTHQRTHTGEKPYKCPECGKSFSTSSDLQRHQRTHTGEKPYKCPECGKSFSTSDHLQRHQRTHTGEKPYKCPECGKSFSRSDSLQTHQRTHTGEKLEHHHHHHHH
[4] Twin ZFP tethers
>2C7-MBP-6F6 (2271 bp)
atgctggagcttccatacgcttgtccagtcgaatcctgcgaccgccggttctcacggtctgatgagctcactcgccacatccgcattcacaccggccagaaaccattccagtgccgcatttgcatgcgcaacttcagccggagtgatcacctgacaacccatattcgcacacacacaggcgaaaagccgtttgcctgcgatatttgcgggcgcaaattcgctcggagtgacgaacgcaagcgccacaccaaaatccacacaggcgaaaagccttacgcctgtccagtggagtcttgtgatcggcgcttctcacggagcgatgagctcacgcgccatatccgcattcataccggccagaagccgtttcaatgccgcatttgtatgcgcaacttcagccgctcagaccatctcactacccatattcgcacgcatacaggggagaaaccgttcgcttgcgacatctgtggccgcaaattcgcacgctctgatgaacgcaagcggcataccaaaattcacctgcgccagaaggactcccgcaccagtgaattcggcagcggcgaagaaggtaaactggtaatctggattaacggcgataaaggctataacggtctcgctgaagtcggtaagaaattcgagaaagataccggaattaaagtcaccgttgagcatccggataaactggaagagaaattcccacaggttgcggcaactggcgatggccctgacattatcttctgggcacacgaccgctttggtggctacgctcaatctggcctgttggctgaaatcaccccggacaaagcgttccaggacaagctgtatccgtttacctgggatgccgtacgttacaacggcaagctgattgcttacccgatcgctgttgaagcgttatcgctgatttataacaaagatctgctgccgaacccgccaaaaacctgggaagagatcccggcgctggataaagaactgaaagcgaaaggtaagagcgcgctgatgttcaacctgcaagaaccgtacttcacctggccgctgattgctgctgacgggggttatgcgttcaagtatgaaaacggcaagtacgacattaaagacgtgggcgtggataacgctggcgcgaaagcgggtctgaccttcctggttgacctgattaaaaacaaacacatgaatgcagacaccgattactccatcgcagaagctgcctttaataaaggcgaaacagcgatgaccatcaacggcccgtgggcatggtccaacatcgacaccagcaaagtgaattatggtgtaacggtactgccgaccttcaagggtcaaccatccaaaccgttcgttggcgtgctgagcgcaggtattaacgccgccagtccgaacaaagagctggcaaaagagttcctcgaaaactatctgctgactgatgaaggtctggaagcggttaataaagacaaaccgctgggtgccgtagcgctgaagtcttacgaggaagagttggcgaaagatccacgtattgccgccaccatggaaaacgcccagaaaggtgaaatcatgccgaacatcccgcagatgtccgctttctggtatgccgtgcgtactgcggtgatcaacgccgccagcggtcgtcagactgtcgatgaagccctgaaagacgcgcagactaattcgatcacaagtttgtacaaaaaagctgaacgagaaacgactagtggcagcggctatgcatgtcctgtggaaagttgtgatcggcgcttcagcacccgcaccaaccttacgcgccatatccgcatccacacaggccaaaaaccattccaatgccgcatttgcatgcgcaatttcagccaagatgctcaccttagtactcacatccgcacacatacaggcgaaaaaccattcgcctgtgatatctgtgggcgcaaatttgctcagtctgccaatcgcaaaacgcacactaagattcaccttcgccagaaggatggcgaacgcccatatgcatgcccggtggagtcctgcgatcggcgcttctctcgcagcgacgagcttactcgccacatccgcattcataccgggcagaagccattccagtgtcgcatctgcatgcgcaatttcagtcgctcagaccacctgtcaacccatatccgcacccacacaggcgagaagcctttcgcttgtgacatctgcgggcggaagttcgcgactaactccaatcgcatcaagcacactaaaatccaccttcgccagaaggatgctctcgagcaccaccaccaccaccaccaccactaa
>2C7-MBP-6F6 (756 AA)

MLELPYACPVESCDRRFSRSDELTRHIRIHTGQKPFQCRICMRNFSRSDHLTTHIRTHTGEKPFACDICGRKFARSDERKRHTKIHTGEKPYACPVESCDRRFSRSDELTRHIRIHTGQKPFQCRICMRNFSRSDHLTTHIRTHTGEKPFACDICGRKFARSDERKRHTKIHLRQKDSRTSEFGSGEEGKLVIWINGDKGYNGLAEVGKKFEKDTGIKVTVEHPDKLEEKFPQVAATGDGPDIIFWAHDRFGGYAQSGLLAEITPDKAFQDKLYPFTWDAVRYNGKLIAYPIAVEALSLIYNKDLLPNPPKTWEEIPALDKELKAKGKSALMFNLQEPYFTWPLIAADGGYAFKYENGKYDIKDVGVDNAGAKAGLTFLVDLIKNKHMNADTDYSIAEAAFNKGETAMTINGPWAWSNIDTSKVNYGVTVLPTFKGQPSKPFVGVLSAGINAASPNKELAKEFLENYLLTDEGLEAVNKDKPLGAVALKSYEEELAKDPRIAATMENAQKGEIMPNIPQMSAFWYAVRTAVINAASGRQTVDEALKDAQTNSITSLYKKAERETTSGSGYACPVESCDRRFSTRTNLTRHIRIHTGQKPFQCRICMRNFSQDAHLSTHIRTHTGEKPFACDICGRKFAQSANRKTHTKIHLRQKDGERPYACPVESCDRRFSRSDELTRHIRIHTGQKPFQCRICMRNFSRSDHLSTHIRTHTGEKPFACDICGRKFATNSNRIKHTKIHLRQKDALEHHHHHHHH
>AZPA4-MBP-6F6 (2235 bp)
atgccatacaagtgcccagaatgcggcaaatctttttcaacaagtagtgatctccagcgccaccagcggactcatactggggagaaaccatacaagtgtccagaatgtgggaagagcttttctacctcagaccacctccaacgccaccagcgcacccatacaggcgagaagccgtataagtgccctgagtgcggcaagtccttctcccgctctgacagcctccagactcaccagcgcactcacacgggcgaaaaaccgtacaaatgtcctgagtgtggtaaatcctttagtacgtccagtgaccttcagcgccaccaacgcacccatactggtgaaaagccgtacaagtgcccagaatgcgggaaatccttttccacgtccgatcatcttcagcgccaccagcgcacccacacaggggagaagccatacaaatgtccagagtgtggtaagtcttttagccggtccgattcactccaaactcaccagcggactcacacaggggaaaaggaattcggcagcggcgaagaaggtaaactggtaatctggattaacggcgataaaggctataacggtctcgctgaagtcggtaagaaattcgagaaagataccggaattaaagtcaccgttgagcatccggataaactggaagagaaattcccacaggttgcggcaactggcgatggccctgacattatcttctgggcacacgaccgctttggtggctacgctcaatctggcctgttggctgaaatcaccccggacaaagcgttccaggacaagctgtatccgtttacctgggatgccgtacgttacaacggcaagctgattgcttacccgatcgctgttgaagcgttatcgctgatttataacaaagatctgctgccgaacccgccaaaaacctgggaagagatcccggcgctggataaagaactgaaagcgaaaggtaagagcgcgctgatgttcaacctgcaagaaccgtacttcacctggccgctgattgctgctgacgggggttatgcgttcaagtatgaaaacggcaagtacgacattaaagacgtgggcgtggataacgctggcgcgaaagcgggtctgaccttcctggttgacctgattaaaaacaaacacatgaatgcagacaccgattactccatcgcagaagctgcctttaataaaggcgaaacagcgatgaccatcaacggcccgtgggcatggtccaacatcgacaccagcaaagtgaattatggtgtaacggtactgccgaccttcaagggtcaaccatccaaaccgttcgttggcgtgctgagcgcaggtattaacgccgccagtccgaacaaagagctggcaaaagagttcctcgaaaactatctgctgactgatgaaggtctggaagcggttaataaagacaaaccgctgggtgccgtagcgctgaagtcttacgaggaagagttggcgaaagatccacgtattgccgccaccatggaaaacgcccagaaaggtgaaatcatgccgaacatcccgcagatgtccgctttctggtatgccgtgcgtactgcggtgatcaacgccgccagcggtcgtcagactgtcgatgaagccctgaaagacgcgcagactaattcgatcacaagtttgtacaaaaaagctgaacgagaaacgactagtggcagcggctatgcatgtcctgtggaaagttgtgatcggcgcttcagcacccgcaccaaccttacgcgccatatccgcatccacacaggccaaaaaccattccaatgccgcatttgcatgcgcaatttcagccaagatgctcaccttagtactcacatccgcacacatacaggcgaaaaaccattcgcctgtgatatctgtgggcgcaaatttgctcagtctgccaatcgcaaaacgcacactaagattcaccttcgccagaaggatggcgaacgcccatatgcatgcccggtggagtcctgcgatcggcgcttctctcgcagcgacgagcttactcgccacatccgcattcataccgggcagaagccattccagtgtcgcatctgcatgcgcaatttcagtcgctcagaccacctgtcaacccatatccgcacccacacaggcgagaagcctttcgcttgtgacatctgcgggcggaagttcgcgactaactccaatcgcatcaagcacactaaaatccaccttcgccagaaggatgctctcgagcaccaccaccaccaccaccaccactaa

>AZPA4-MBP-6F6 (744 AA)

MPYKCPECGKSFSTSSDLQRHQRTHTGEKPYKCPECGKSFSTSDHLQRHQRTHTGEKPYKCPECGKSFSRSDSLQTHQRTHTGEKPYKCPECGKSFSTSSDLQRHQRTHTGEKPYKCPECGKSFSTSDHLQRHQRTHTGEKPYKCPECGKSFSRSDSLQTHQRTHTGEKEFGSGEEGKLVIWINGDKGYNGLAEVGKKFEKDTGIKVTVEHPDKLEEKFPQVAATGDGPDIIFWAHDRFGGYAQSGLLAEITPDKAFQDKLYPFTWDAVRYNGKLIAYPIAVEALSLIYNKDLLPNPPKTWEEIPALDKELKAKGKSALMFNLQEPYFTWPLIAADGGYAFKYENGKYDIKDVGVDNAGAKAGLTFLVDLIKNKHMNADTDYSIAEAAFNKGETAMTINGPWAWSNIDTSKVNYGVTVLPTFKGQPSKPFVGVLSAGINAASPNKELAKEFLENYLLTDEGLEAVNKDKPLGAVALKSYEEELAKDPRIAATMENAQKGEIMPNIPQMSAFWYAVRTAVINAASGRQTVDEALKDAQTNSITSLYKKAERETTSGSGYACPVESCDRRFSTRTNLTRHIRIHTGQKPFQCRICMRNFSQDAHLSTHIRTHTGEKPFACDICGRKFAQSANRKTHTKIHLRQKDGERPYACPVESCDRRFSRSDELTRHIRIHTGQKPFQCRICMRNFSRSDHLSTHIRTHTGEKPFACDICGRKFATNSNRIKHTKIHLRQKDALEHHHHHHHH

Nucleotide and amino acid sequences for additional 3 ORFs designed, constructed and produced throughout BIOMOD 2011 Team Slovenia's project.
>GST-PBSII (972 bp)

atgtcccctatactaggttattggaaaattaagggccttgtgcaacccactcgacttcttttggaatatcttgaagaaaaatatgaagagcatttgtatgagcgcgatgaaggtgataaatggcgaaacaaaaagtttgaattgggtttggagtttcccaatcttccttattatattgatggtgatgttaaattaacacagtctatggccatcatacgttatatagctgacaagcacaacatgttgggtggttgtccaaaagagcgtgcagagatttcaatgcttgaaggagcggttttggatattagatacggtgtttcgagaattgcatatagtaaagactttgaaactctcaaagttgattttcttagcaagctacctgaaatgctgaaaatgttcgaagatcgtttatgtcataaaacatatttaaatggtgatcatgtaacccatcctgacttcatgttgtatgacgctcttgatgttgttttatacatggacccaatgtgcctggatgcgttcccaaaattagtttgttttaaaaaacgtattgaagctatcccacaaattgataagtacttgaaatccagcaagtatatagcatggcctttgcagggctggcaagccacgtttggtggtggcgaccatcctccaaaatcggatggttcaactagtggcagcggcccgggtgaaaaaccgtatgcatgtcctgaatgtggtaaaagctttagccagcgtgcaaatctgcgtgcacatcagcgtacccatacaggtgaaaagccttataaatgcccagaatgcggcaaaagcttttcacgtagcgatcatctgaccacccatcagcgcacacatactggcgagaaaccttacaaatgtccagagtgtggtaaatcatttagccgtagtgatgttctggttcgtcatcagagaacccacacgggtctcgagcaccaccaccaccaccaccaccactaa

>GST-PBSII (323 AA)

MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCPKERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDAFPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPKSDGSTSGSGPGEKPYACPECGKSFSQRANLRAHQRTHTGEKPYKCPECGKSFSRSDHLTTHQRTHTGEKPYKCPECGKSFSRSDVLVRHQRTHTGLEHHHHHHHH
>RLuc-2C7 (1542 bp)

atggcttccaaggtgtacgaccccgagcaacgcaaacgcatgatcactgggcctcagtggtgggctcgctgcaagcaaatgaacgtgctggactccttcatcaactactatgattccgagaagcacgccgagaacgccgtgatttttctgcatggtaacgctgcctccagctacctgtggaggcacgtcgtgcctcacatcgagcccgtggctagatgcatcatccctgatctgatcggaatgggtaagtccggcaagagcgggaatggctcatatcgcctcctggatcactacaagtacctcaccgcttggttcgagctgctgaaccttccaaagaaaatcatctttgtgggccacgactggggggcttgtctggcctttcactactcctacgagcaccaagacaagatcaaggccatcgtccatgctgagagtgtcgtggacgtgatcgagtcctgggacgagtggcctgacatcgaggaggatatcgccctgatcaagagcgaagagggcgagaaaatggtgcttgagaataacttcttcgtcgagaccatgctcccaagcaagatcatgcggaaactggagcctgaggagttcgctgcctacctggagccattcaaggagaagggcgaggttagacggcctaccctctcctggcctcgcgagatccctctcgttaagggaggcaagcccgacgtcgtccagattgtccgcaactacaacgcctaccttcgggccagcgacgatctgcctaagatgttcatcgagtccgaccctgggttcttttccaacgctattgtcgagggagctaagaagttccctaacaccgagttcgtgaaggtgaagggcctccacttcagccaggaggacgctccagatgaaatgggtaagtacatcaagagcttcgtggagcgcgtgctgaagaacgagcagactagtggcgggtcaggcgggggctcaggcgggtcactggagcttccatacgcttgtccagtcgaatcctgcgaccgccggttctcacggtctgatgagctcactcgccacatccgcattcacaccggccagaaaccattccagtgccgcatttgcatgcgcaacttcagccggagtgatcacctgacaacccatattcgcacacacacaggcgaaaagccgtttgcctgcgatatttgcgggcgcaaattcgctcggagtgacgaacgcaagcgccacaccaaaatccacacaggcgaaaagccttacgcctgtccagtggagtcttgtgatcggcgcttctcacggagcgatgagctcacgcgccatatccgcattcataccggccagaagccgtttcaatgccgcatttgtatgcgcaacttcagccgctcagaccatctcactacccatattcgcacgcatacaggggagaaaccgttcgcttgcgacatctgtggccgcaaattcgcacgctctgatgaacgcaagcggcataccaaaattcacctgcgccagaaggactcccgcaccagtctcgagcaccaccaccaccaccaccaccactaa
>RLuc-2C7 (513 AA)

MASKVYDPEQRKRMITGPQWWARCKQMNVLDSFINYYDSEKHAENAVIFLHGNAASSYLWRHVVPHIEPVARCIIPDLIGMGKSGKSGNGSYRLLDHYKYLTAWFELLNLPKKIIFVGHDWGACLAFHYSYEHQDKIKAIVHAESVVDVIESWDEWPDIEEDIALIKSEEGEKMVLENNFFVETMLPSKIMRKLEPEEFAAYLEPFKEKGEVRRPTLSWPREIPLVKGGKPDVVQIVRNYNAYLRASDDLPKMFIESDPGFFSNAIVEGAKKFPNTEFVKVKGLHFSQEDAPDEMGKYIKSFVERVLKNEQTSGGSGGGSGGSLELPYACPVESCDRRFSRSDELTRHIRIHTGQKPFQCRICMRNFSRSDHLTTHIRTHTGEKPFACDICGRKFARSDERKRHTKIHTGEKPYACPVESCDRRFSRSDELTRHIRIHTGQKPFQCRICMRNFSRSDHLTTHIRTHTGEKPFACDICGRKFARSDERKRHTKIHLRQKDSRTSLEHHHHHHHH
>mCitrine-AZPA4 (1290 bp)

atggtgagcaagggcgaggagctgttcaccggggtggtgcccatcctggtcgagctggacggcgacgtaaacggccacaagttcagcgtgtccggcgagggcgagggcgatgccacctacggcaagctgaccctgaagttcatctgcaccaccggcaagctgcccgtgccctggcccaccctcgtgaccaccttcggctacggcctgatgtgcttcgcccgctaccccgaccacatgaagcagcacgacttcttcaagtccgccatgcccgaaggctacgtccaggagcgcaccatcttcttcaaggacgacggcaactacaagacccgcgccgaggtgaagttcgagggcgacaccctggtgaaccgcatcgagctgaagggcatcgacttcaaggaggacggcaacatcctggggcacaagctggagtacaactacaacagccacaacgtctatatcatggccgacaagcagaagaacggcatcaaggtgaacttcaagatccgccacaacatcgaggacggcagcgtgcagctcgccgaccactaccagcagaacacccccatcggcgacggccccgtgctgctgcccgacaaccactacctgagctaccagtccgccctgagcaaagaccccaacgagaagcgcgatcacatggtcctgctggagttcgtgaccgccgccgggatcactctcggcatggacgagctgtacaagactagtggcgggtcaggcgggggctcaggcgggtcaccatacaagtgcccagaatgcggcaaatctttttcaacaagtagtgatctccagcgccaccagcggactcatactggggagaaaccatacaagtgtccagaatgtgggaagagcttttctacctcagaccacctccaacgccaccagcgcacccatacaggcgagaagccgtataagtgccctgagtgcggcaagtccttctcccgctctgacagcctccagactcaccagcgcactcacacgggcgaaaaaccgtacaaatgtcctgagtgtggtaaatcctttagtacgtccagtgaccttcagcgccaccaacgcacccatactggtgaaaagccgtacaagtgcccagaatgcgggaaatccttttccacgtccgatcatcttcagcgccaccagcgcacccacacaggggagaagccatacaaatgtccagagtgtggtaagtcttttagccggtccgattcactccaaactcaccagcggactcacacaggggaaaagc tcgagcaccaccaccaccaccaccaccactaa

>mCitrine-AZPA4 (429 AA)

MVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKLTLKFICTTGKLPVPWPTLVTTFGYGLMCFARYPDHMKQHDFFKSAMPEGYVQERTIFFKDDGNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVYIMADKQKNGIKVNFKIRHNIEDGSVQLADHYQQNTPIGDGPVLLPDNHYLSYQSALSKDPNEKRDHMVLLEFVTAAGITLGMDELYKTSGGSGGGSGGSPYKCPECGKSFSTSSDLQRHQRTHTGEKPYKCPECGKSFSTSDHLQRHQRTHTGEKPYKCPECGKSFSRSDSLQTHQRTHTGEKPYKCPECGKSFSTSSDLQRHQRTHTGEKPYKCPECGKSFSTSDHLQRHQRTHTGEKPYKCPECGKSFSRSDSLQTHQRTHTGEKLEHHHHHHHH
