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Mod 1-Day 1

1) Reverse Translate Epitope

GAA CAG AAA CTG ATC TCT GAA GAA GAC CTG 
2) Top strand-  adding tgca tail 3’ end

GAA CAG AAA CTG ATC TCT GAA GAA GAC CTG tgc a 

3) We are not in frame for correct protein translation

So, we are going to add 2 bases while also destroying the restriction enzyme site.
GAA CAG AAA CTG ATC TCT GAA GAA GAC CTG GAt gca

4) We searched for a palindrome in this sequence.  We also used the fact that one amino acid could have multiple codons and changed a few bases to obtain a palindrome – a restriction site.
GAA CAG AAA CTG ATA TCT GAA GAA GAC CTG GAt gca

GAT ATC – EcoR5 is a zero-cutter enzyme for M13K07

Bottom Strand – tail to anneal

5)  a cgt CTT GTC TTT GAC TAT AGA CTT CTT CTG GAC CT
6)  Destroy Pst restriction site
Top:               TCT   GAA CAG AAA CTG ATA TCT GAA GAA GAC CTG GAt gca
Bottom: a cgt AGA CTT   GTC TTT  GAC TAT AGA CTT  CTT  CTG GAC CT















