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	User name: ___________________________
	Email: _________________________________

	Phone: _______________________________
	Lab: ___________________________________

	Date: ________________________________
	Acct/PO: _______________________________

	Address: ______________________________________________________________________


                       Illumina Sample Prep
                and Sequencing                                                                                                 
Contacts:                                                   Request Form
Kevin Thai: kthai@mit.edu
Mike Gravina: mgravina@mit.edu
http://biomicro.mit.edu/
                                                         PLEASE FILL OUT COMPLETELY!

	
	Sample Name
	Vol.
(uL)
	Conc.
(ng/uL)
	Group (only if multiplexing)
	Ref. Genome
	BMC ID
	QC
	SPRI
	Enrichment
	QC
	Seq
	Billed

	1
	
	
	
	
	
	
	
	
	
	
	
	

	2
	
	
	
	
	
	
	
	
	
	
	
	

	3
	
	
	
	
	
	
	
	
	
	
	
	

	4
	
	
	
	
	
	
	
	
	
	
	
	

	5
	
	
	
	
	
	
	
	
	
	
	
	

	6
	
	
	
	
	
	
	
	
	
	
	
	

	7
	
	
	
	
	
	
	
	
	
	
	
	

	8
	
	
	
	
	
	
	
	
	
	
	
	

	9
	
	
	
	
	
	
	
	
	
	
	
	

	10
	
	
	
	
	
	
	
	
	
	
	
	


    BMC use only:       Project#  ___________________________        Billing Number____________________   Total cost _____________________
Sample Preparation:


Sample type:   gDNA [   ]   mRNA-Seq [   ]   CHiP-Seq [   ]    Other [   ]


Prep: SPRI-TE only [   ]   Full Prep (SPRI-TE and PCR enrichment)  [   ]


Size Selection:   200-400 bp [   ]        300-600 bp  [   ]          None  [   ]   


Prep all?  (We’ll use  100% of input – NO BACKUP will be kept)   [   ]   





Notes:                


______________________________________________________________________________________________________





Sequencing:                     or N/A  [  ]


Platform (check one):   GA II  [   ]   HiSeq  [   ]


Read Length:                           Multiplexed? [   ]�Fwd. ______   Rev. (Paired-End only) ______





BMC USE ONLY: 











